
Genomics Track results, adhoc search task — University of Waterloo (Clarke)

Summary Statistics

Run ID: uwmtEg05

Run Type automatic

Number of Topics: 49

Total number of documents over all topics

Retrieved: 49000

Relevant: 4584

Rel-ret: 3518

Recall Level Averages

Recall Precision

0.00 0.6665

0.10 0.4948

0.20 0.4039

0.30 0.3427

0.40 0.3085

0.50 0.2526

0.60 0.2054

0.70 0.1620

0.80 0.1072

0.90 0.0626

1.00 0.0078

Mean average precision

non-interpolated 0.2580

Document Level Averages

Precision

At 5 docs 0.4612

At 10 docs 0.4143

At 15 docs 0.3973

At 20 docs 0.3755

At 30 docs 0.3442

At 100 docs 0.2292

At 200 docs 0.1784

At 500 docs 0.1111

At 1000 docs 0.0718

R-Precision 0.2853

bpref 0.7250
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Summary Statistics

Run ID: uwmtEg05fb

Run Type automatic

Number of Topics: 49

Total number of documents over all topics

Retrieved: 49000

Relevant: 4584

Rel-ret: 3488

Recall Level Averages

Recall Precision

0.00 0.6037

0.10 0.4195

0.20 0.3564

0.30 0.2998

0.40 0.2707

0.50 0.2378

0.60 0.1945

0.70 0.1483

0.80 0.1085

0.90 0.0636

1.00 0.0074

Mean average precision

non-interpolated 0.2359

Document Level Averages

Precision

At 5 docs 0.4163

At 10 docs 0.3878

At 15 docs 0.3673

At 20 docs 0.3469

At 30 docs 0.3163

At 100 docs 0.2257

At 200 docs 0.1738

At 500 docs 0.1113

At 1000 docs 0.0712

R-Precision 0.2573

bpref 0.7107
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